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Workflow in the Mooers Lab
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Cover images made with PyMOL
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Customized molecular representations
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Why develop a PyMOL snippet library for Org?

• Org supports literate programming via code blocks.
• Org can run PyMOL through PyMOL’s Python API.
• Org file can serve as a gallery of draft images.
• Submit Org file as supplemental material.
• Can include in electronic diary.
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orgpymolpysnips
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Code block to make one image
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Features important for practical work

Features Org Mode Jupyter
Tab triggers +++ -
Tab stops +++ -
Snippet groups +++ +
Parallel sessions in same document + -
Pass output data to another block + -
Rendering speed - ++
Scrolling speed - ++
Ease and speed to PDF +++++ +
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Relevant part of .emacs file

https://github.com/MooersLab/orgPyMOLpySnips
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https://github.com/MooersLab/orgPyMOLpySnips
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